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No conocemos toda la diversidad microbiana que nos rodea
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El desarrollo tecnologico en secuenciacion de ADN nos
permite explorar la diversidad microbiana sin depender de
cultivos
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HomEe SWEET HOME

YOUR MICROBES MOVE IN WHEN YOU DO

LIVING AND DINING ROOMS
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Each human is an ecosystem of millions and millions of microbes.

As it turns out, they make themselves right at home in our transform the ml«ab;meo' your

houses, too, everywhere from bath tiles to TV home. “Sitting in a living room,
people will behind a distinct,

“To microbes, the diversity of places to live in a home must microbial s:mmue in lv:“"‘ 3

be enormous,” Curators Rob DeSalle and Susan Perkins note
in their new book, Welcome to the Microbiome. ;

Many factors can influence the microbiome of a home,
temperature, humidity, and the individuals who spend t
“If you let people use a room after it has been sterilized,
an hour you'll find 500,000 cells per square inch of surfag
Jack Gilbert, a researcher at Argonne National L
principal investigator for the Home Mktobl\/’llf.'
S

KITCHEN
The microbial populations of your home
ate shaped by cleaning, Objects that get

cleaned frequentiy—Bike your cutting board

¥ bnlpand g
you're not washing as often. Some of the most

gically in kitchens? Exhaust
fans over the oven.
DoGs
The microbes on
Rover's skin and
fur are just as diverse
a5 those that live
0 yoa, and maybe DOORWAY
even more, so it's The frames atound the Inside and outside of
not surprising that your front door test just inches from one anather.
homes with pet dogs 1’5 3 very important couple of inches, though.
have micsoblomes A 2013 study in the jowrnal PLOS ONE found that
that are more outdoor door posed 1o the
diverse than those % hosted microbial communities than were more
Without them, / similar to those found in soil and leaves.

Pur-Our Posren

GARDEN
The weald just outside your door is
teeming with life you cant see, even
more $0 than your home. Researchers
estimate there are up 10 38,000
different types of miccobes in
Justa single gram of soil.

The spots marked with this kon
tend to be among the most
species-rich spaces in a house.

BEDROOM

Kitchens and bathrooms get cleaned frequently,

and living rooms host all manner of guests.
Since bedrooms typically host just one of two

/  people, they are excellent indicators of the

TO LEARN MORE ABOUT MICROBIOLOGY,
VST OLOGY, THE MUSTUM'S SCIENCE SITE
FOR X105, AT D
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Evolution of the indoor biome

NESCent Working Group on the Evolutionary Biology of the Built Environment,
Laura J. Martin’, Rachel I. Adams?, Ashley Bateman®, Holly M. Bik*, John Hawks®,
Sarah M. Hird*, David Hughes®, Steven W. Kembel’, Kerry Kinney?,
Sergios-Orestis Kolokotronis®, Gabriel Levy'®, Craig McClain'', James F. Meadow?, Land area
Raul F. Medina'®, Gwynne Mhuireach®, Corrie S. Moreau'®, 172 ka
Jason Munshi-South®'¢, Lauren M. Nichols'’, Clare Palmer'®, Laura Popova'®,
Coby Schal'”-?°, Martin Taubel?', Michelle Trautwein®?,

Juan A. Ugalde?, and Robert R. Dunn'’-?*

Indoor biome

Estimated residential
living space

Tropical & subtropical coniferous forests
Estimated commercial

indoor space Loft
ﬁ

Evolution of the indoor biome Tenement
building

Indoor

apartments

Flooded grasslands & savannas

Tropical & subtropical dry broadleaf forests

Mediterranean forests, woodlands & shrub

Temperate coniferous forests
15

Montane grasslands & shrublands

Tundra

Biome

Temperate grasslands, savannas & shrublands

Lenape
Temperate broadleaf & mixed forests PR COIONaI)'lguse 0.5
- 0 (‘ .
o} s @ os fnd
Tropical & subtropical moist broadleaf forests A\
Tropical & subtropical grasslands, savannas & shrublands Pre-duteh 1609 1860 1910 1980 o
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Deserts & xeric shrublands
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Estudio Piloto, Conjunto de Viviendas

Regiion Metropolitana
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Barrido de la superficie
con torula estéril

nexo
pobreza
energia
vivienda

Traspaso de la muestra al
buffer Shield, para preser-
vacion de la muestra (ADN
vy ARN) & inactivacion de
agentes patdgenos.
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La muestra se preserva a
temperatura ambiente o
congelada hasta la extrac-
cion del material gendtico
(ADN/ARN).

Aerobiome
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Animal
Microbiome

Animals

SR
Soil
Microbiome

Green Space
Microbiome

Freed, Soto-Liebe et al. En preparacion
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Diferencias en la composicion microbiana en diferentes

espacios

Relative Abundance (%)
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Dining Room

Acidimicrobiia
Acidobacteriae
Actinobacteria
Alphaproteobacteria
Anaerolineae

Bacilli

Bacteroidia

Blastocatellia
Campylobacteria
Chloroflexia
Clostridia
Coriobacteriia
Deinococci
Fibrobacteria

100%0

75%

50%

25%

0%

Fusobacteriia
Gammaproteobacteria
Gemmatimonadetes
Longimicrobia
Myxococcia
Negativicutes
Nitrososphaeria

Kitchen

Oligoflexia B Sumerlaeia
Phycisphaerae I Thermoleophilia
Planctomycetes B Verrucomicrobiae
Polyangia " Vicinamibacteria
Rhodothermia

Rubrobacteria

Spirochaetia



.Z”//

rhizobium—Neorhizobium

Cocina Comedor

. - Brochothrix
estimated association:

Cellulomo 2gOCOCCUS o nalla

B + e -— . / A
Adhaerib'acter / s §
= /loc |
. ebacterium
Conchiform
/ T ]
7|‘/ : ophilus
< =
Allorhizobium-Neorhizobium
Atopo ey
2 \ nia
curia
Pse »
Serinj /
Moraxe :
o cterium
Ba tek?i riu
0
I
Sumerls
” - : e
Enteral 3 obacter
W 1}
Bre 4 B
) Aassilia
FlanoR /
r
ro| e
b\ I ;\ acterium
Pontiba
o
P %
=~ 4 acillus



SRR TN
R T




SPECIAL ISSUE RESAASOIALASI NS WILEY

W here environmental microbiome meets its host: Subway and
passenger microbiome relationships

M ariana Peimbert’ © | LuisD. Alcaraz?
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Geospatial Resolution of Human and Bacterial
Diversity with City-Scale Metagenomics
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¢? CellPress

OPEN ACCESS

A global metagenomic map of urban

microbiomes and antimicrobial resistance

gl

R

‘ 748 Bacteria
‘ 10 928 Viruses ‘

60 Cities
4,728 Samples

8 Trillion bases

' 31 Core Taxa w Drug Resistance

Regional Signatures

838,532
CRISPR Arrays

Cell

Table 1. Sample counts

Region Pilot CSD16 CSD17  Other Total
North America 28 284 371 276 959
East Asia 34 26 1,297 0 1,357
Europe 177 310 939 1 1,427
Sub-Saharan Africa 0 116 192 0 308
South America 20 44 199 68 331
Middle East 0 100 15 0 115
Oceania 0 94 32 0 126
Background control O 0 40 0 40
Lab control 0 0 20 6 26
Positive control 0 0 33 6 39
Total 259 974 3,138 357 4,728

The number of samples collected from each region.
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Bacteria que causa el acné esta en el
Investigadores  Estudio establecid los tipos de microorganismos que viajan con usted en el transporte piblico . - }
A0 Metro: ;|Me puedo contagiar?

estaciones del tren La bacte ria q ue ca u sa el acné esté Ante la publicacién de un estudio internacional al respecto, quisimos saber si este

subterraneo de Santiago factor se relaciona directamente o no con la aparicién de acné en la piel.

rcogindomuestasde @) fOClAs |as estaciones del metro

microorganismos de sus .
. de Santiago y el mundo

| viven en las profundidades de
pozos petroleros, Sihan hecho
de su hogar géiseres y los kilo-
metros de hielo de la Antértica, y si
llevan mucho mds tiempo que el
hombre en la Tierra, como miles de
b ias y mi gani no iban
& ser capaces de sobrevivir en el Me-
tro,
Y, aunque era esperable que la
confluencia de cientos de miles de
usuarios ol dia en las distintas esta-

Noticlas / Domingo |1 de agosto de 2019 EL DIA |}

Francrco Nussz

Juan Ugalde
c te tmbién ha "
gt N st £ — Lo MUSICA CONCIERTOS ACTUALIDAD CINE& CONCURSOS  EN  BOVEDA
publico, ningun estudio cientifico organizado las E — @L‘;ano 24/7 SERIES VIVO R&P
habia levantado un catastro similar recolecciones de . P
hasta ahora. muestras de Bacteria del acné tiene
presencia en toda la red del

Metro de Santiago

A través un estudio la bacteria del acné llamad:
da en todas las

Por Catalina Maldonado | 12 Ago, 2019. 1424 hrs
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Station BF - Bellavista de la florida LC - La Cisterna LO - Lo Ovalle PP - Plaza de Puente Alto VM - Vicuna Mackena
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https://medium.com/qut-check/the-microbiome-of-built-environments-756f2ced4645
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